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Outline

1. HITIF and High-throughput Imaging (HTI)
2. Example image analysis workflow

3. Informatics infrastructure roadmap
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Stem Loops
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Image Analysis Infrastructure Bottlenecks

. Lack of an open-source, web-based interface to manage,

visualize, manually annotate, and analyze images

. Need to triage different analysis tools and computational

hardware for different tasks

. Duplication data and moving data from data center to

data center



Image Analysis Platform Wish List (1)

. Image visualization
. Reusable image analysis modules for basic tasks
. Secondary data analysis and plotting

. Handles datasets in the 10 GB - 1 TB range



Image Analysis Platform Wish List (2)

. Usable by cell biologists

. Programmable, open source state-of-the art
algorithms

. Brings together data storage and computation

. Takes advantage of deep-learning and GPU's

. Provides an interface to generate, store and organize

manual annotations
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