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March 2019 Workshop

: March 28,2019

: 9:00 AM

: 7:00 PM

: Gunn-SIEPR Building, Stanford University

Thursday

Welcome, Overview, Update
Break
How GIAB Fits in the Rest of the Worl

Medical Device Innovation Consortium Somatic Reference
Samples

SEQC2 Tumor/normal cell line characterization

Telomere-to-Telomere Consortium

Human Genome Structural Variation Consortium
Q&A
Lunch
New Data from GIAB Genomes
Introduction, Oxford Nanopore Sequencing for HG002
Oxford Nanopore Sequencing and HiC
PacBio Circular Consensus Sequencing
Strand-seq
Break
New Methods to Characterize GIAB Genomes
v4alpha Draft Small Variant Benchmark Set
Lightning Evaluations of New Small Variant Benchmarks
PacBio CCS
DeepVariant
10X
DNAnexus
New Methods

Pan-genomics Hackathon Overview

Pan-genomics Hackathon: MHC Region
Phasing and Diploid Assembly
1AB Pr nd Tool Roadm:.
Small Variant Roadmap
Structural Variant Roadmap
Targeted Experimental Confirmation
Other Emerging areas

Reception

7:00PM 600 min End of Meeting
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https://www.slideshare.net/GenomeInABottle/giab-workshop-update-mar2019
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-introduction
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-mdic-somatic-reference-samples
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-mdic-somatic-reference-samples
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-seqc2-tumor-normal
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-telomere-to-telomere-consortium
https://www.slideshare.net/GenomeInABottle/how-giab-fits-in-the-rest-of-the-world-human-genome-structural-variation-consortium
https://www.slideshare.net/GenomeInABottle/thinkshop-cells-as-packaging-for-giab-genomes
https://www.slideshare.net/GenomeInABottle/new-data-from-giab-genomes-intro-and-ultralong-nanopore
https://www.slideshare.net/GenomeInABottle/new-data-from-giab-genomes-promethion
https://www.slideshare.net/GenomeInABottle/new-data-from-giab-genomes-pacbio-ccs
https://www.slideshare.net/GenomeInABottle/new-data-from-giab-genomes-strandseq
https://www.slideshare.net/GenomeInABottle/new-methods-draft-v4alpha-small-variant-benchmark
https://www.slideshare.net/GenomeInABottle/new-methods-draft-v4alpha-small-variant-benchmark
https://www.slideshare.net/GenomeInABottle/new-methods-pacbio-evaluation-of-draft-v4alpha
https://www.slideshare.net/GenomeInABottle/new-methods-deep-variant-evaluation-of-draft-v4alpha
https://www.slideshare.net/GenomeInABottle/new-methods-10x-evaluation-of-draft-v4alpha
https://www.slideshare.net/GenomeInABottle/new-methods-dnanexus-precisionfda-evaluation-of-draft-v4alpha
https://www.slideshare.net/GenomeInABottle/new-methods-the-human-pangenome-hackathon-recap
https://www.slideshare.net/GenomeInABottle/new-methods-hackathon-mhc-project
https://www.slideshare.net/GenomeInABottle/new-methods-diploid-assembly-with-graphs-140061143
https://www.slideshare.net/GenomeInABottle/giab-product-and-tool-roadmap-structural-variants
https://www.slideshare.net/GenomeInABottle/giab-product-and-tool-roadmap-small-variants
https://www.slideshare.net/GenomeInABottle/giab-product-and-tool-roadmap-structural-variants

Genome in a Bottle Workshop
March 2019 Workshop

Date: March 29,2019
Start Time: 9:00 AM
End Time: 2:30 PM
Location: Gunn-SIEPR Building, Stanford University

Friday

Time Duration Presenter
9:00 AM 90 Product Development Strategy

10:30 AM 30 Break

11:00 AM 0 Thinkshop: Benchmarking Genome Assemblies

11:00 AM 15 Arend Sidow
11:15AM 15 Informal Chalk Talks Jason Chin
11:30 AM 15 Benedict Paten
11:45 AM 40 Discussion

12:25 PM 5 Close
12:30 PM Depart

1:00 PM 90 Steering Committee
2:30PM 330 min End of Meeting

JSMB

The Joint Initiative for
Metrology in Biology



https://www.slideshare.net/GenomeInABottle/product-development-strategy-139298814
https://www.slideshare.net/GenomeInABottle/benchmarking-genome-assemblies-jason-chin
https://www.slideshare.net/GenomeInABottle/benchmarking-genome-assemblies-benedict-paten

